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MiR-130a-3p regulates aerobic metabolism

to improve exercise endurance in mice
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Abstract: The purpose of this study is to investigate the effect of miR-130a-3p in regulating aerobic
metabolism in exercise endurance in mice. Ten of 3-week-old wild type (WT), miR-130a-3p overex-
pression ( 1300E) and knockout ( 130KO) FVB male mice with similar growth performance were
selected respectively for each group. Under the condition of high-fat diet feeding, the food intake of
the mice was recorded every 3 days, the body mass was recorded once a week, the muscle strength
and exercise endurance were measured in the 5th week, and the aerobic metabolism was measured in
the 6th week. The results showed that compared with WT mice, the food intake of 1300E and 130KO
mice were not significantly different, but the body mass gain of 1300E mice was significantly reduced
(P <0.05), while the body mass and body mass gain of 130KO mice were both higher than WT mice
(P <0.05). Compared with that of WT mice, CO, production in 1300E mice increased significantly

« WFEEHEE: 2021-12- 19 FRABHA: 2022- 01- 17 M&E%BEI: 2022 -03-30
ESWH: FEEHRPYH4 (32072814, 31872435, 31802156, 31802032)
EE® N F(19964E4:), B MRAE: hHYEFIAE; E-mail: 614234091 @stu. scau. edu. cn
BIEMESE: IXE9724F4), 5 ARAE: YRS EWELY; E-mail: xqy0228@ scau. edu. cn



52 iR R (HARRRARRD (FR9E30)

%61 4

(P<0.01), while O, consumption and CO, production in 130KO mice decreased significantly
(P<0.01). 130KO mice also had lower heat production than that of WT mice (P<0.01). In terms of

exercise endurance, the exercise endurance and distance of 1300E mice were increased (P<0.05)

compared with WT mice, while those of 130KO mice were significantly decreased ( P<0.01). The

results showed that miR-130a-3p overexpression can improve aerobic metabolism, reduce body

mass, and enhance the effect of exercise endurance in mice, and provided a preliminary basis

for further research on the regulation mechanism of miR-130a-3p on skeletal muscle energy metabo-

lism and motor function.
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Fig. 2 Effects of overexpression and miR-130a-3p knockout on feed intake and body mass in mice
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Fig. 3 Effects of miR-130a-3p knockout or overexpression on aerobic metabolism in mice
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Fig. 4 Effects of miR-130a-3p overexpression and knockout on muscle strength and exercise endurance in mice
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